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津田　宏治 (Koji Tsuda)

論文一覧

書籍

1. B. Schoelkopf, K. Tsuda, and J.P. Vert, editors. Kernel Methods in Computational Biology. MIT 
Press, 2004.

2. 麻生 英樹, 津田 宏治, 村田 昇： パターン認識と学習の統計学--新しい概念と手法. 岩

波書店, 2003.

査読つき論文

1. H. Saigo, M. Hattori, H. Kashima and K. Tsuda: Reaction Graph Kernels Predict EC Numbers of 
Unknown Enzymatic Reactions in Plant Secondary Metabolism, BMC Bioinformatics (APBC 2010), 
2010, to appear.

2. M. Kayano, I. Takigawa, M. Shiga, K. Tsuda and H. Mamitsuka: Efficiently Finding Genome-wide 
Three-way Interactions from Transcript- and Genotype-Data, Bioinformatics, 2009. to appear.

3. H. Kashima, Y. Yamanishi, T. Kato, M. Sugiyama and K. Tsuda: Simultaneous Inference of 
Biological Networks of Multiple Species from Genome-wide Data and Evolutionary Information: A 
Semi-supervised Approach. Bioinformatics, 2009. to appear. 

4. E. Georgii, S. Dietmann, T. Uno, P. Pagel and K. Tsuda: Enumeration of Condition-Dependent 
Dense Modules in Protein Interaction Networks. Bioinformatics, 25:933-940, 2009.

5. S. Dietmann, E. Georgii, A. Antonov, K. Tsuda and H.W. Mewes. The DICS repository: module-
assisted analysis of disease-related gene lists. Bioinformatics, 25:830-831, 2009. 

6. H. Saigo, S. Nowozin, T. Kadowaki, T. Kudo, and K. Tsuda. gBoost: A mathematical programming 
approach to graph classification and regression. Machine Learning, 75:69-89, 2009. 

7. H. Shin, K. Tsuda, and B. Schoelkopf. Protein functional class prediction with a combined graph. 
Expert Systems with Applications, 36:3284-3292, 2009.

8. F. Steinke, M. Seeger, and K. Tsuda. Experimental design for efficient identification of gene 
regulatory networks using sparse Bayesian models. BMC Systems Biology, 1:51, 2007.

9. H. Saigo, T. Uno, and K. Tsuda. Mining complex genotypic features for predicting HIV-1 drug 
resistance. Bioinformatics, 23(18):2455–2462, 2007.

10. M. Hamada, K. Tsuda, T. Kudo, T. Kin, and K. Asai. Mining frequent stem patterns from unaligned 
RNA sequences. Bioinformatics, 22:2480–2487, 2006.

11. Y. Tabei, K. Tsuda, T. Kin, and K. Asai. SCARNA: fast and accurate structural alignment of RNA 
sequences by matching fixed-length stem fragments. Bioinformatics, 22:1723–1729, 2006.

12. T. Kato, Y. Murata, K. Miura, K. Asai, P.B. Horton, K. Tsuda, and W. Fujibuchi. Network-based de-
noising improves prediction from microarray data. BMC Bioinformatics, 7(Suppl. 1):S4, 2006.



13. K. Tsuda, H.J. Shin, and B. Schoelkopf. Fast protein classification with multiple networks. 
Bioinformatics, 21(Suppl. 2):ii59–ii65, 2005.

14. K. Tsuda, G. Raetsch, and M.K. Warmuth. Matrix exponentiated gradient updates for online learning 
and Bregman projection. Journal of Machine Learning Research, 6:995–1018, 2005.

15. K. Tsuda and G. Raetsch. Image reconstruction by linear programming. IEEE Trans. on Image 
Processing, 14(6):737–744, 2005.

16. T. Kato, K. Tsuda, and K. Asai. Selective integration of multiple biological data for supervised 
network inference. Bioinformatics, 21(10):2488–2495, 2005.

17. K. Tsuda, S. Akaho, M. Kawanabe, and K.R. Mueller. Asymptotic properties of the Fisher kernel. 
Neural Computation, 16(1):115–137, 2004.

18. K. Tsuda and W.S. Noble. Learning kernels from biological networks by maximizing entropy. 
Bioinformatics, 20(Suppl. 1):i326–i333, 2004.

19. K. Tsuda, S. Uda, T. Kin, and K. Asai. Minimizing the cross validation error to mix kernel matrices 
of heterogeneous biological data. Neural Processing Letters, 19:63–72, 2004.

20. K. Tsuda, S. Akaho, and K. Asai. The em algorithm for kernel matrix completion with auxiliary 
data. Journal of Machine Learning Research, 4:67–81, May 2003.

21. M. Arita, K. Tsuda, and K. Asai. Modeling splicing sites with pairwise correlations. Bioinformatics, 
18(Suppl. 2):S27–S34, 2002.

22. K. Tsuda, T. Kin, and K. Asai. Marginalized kernels for biological sequences. Bioinformatics, 
18(Suppl. 1):S268–S275, 2002.

23. K. Tsuda, M. Kawanabe, G. Raetsch, S. Sonnenburg, and K.-R. Mueller. A new discriminative 
kernel from probabilistic models. Neural Computation, 14(10):2397–2414, 2002.

24. K. Tsuda, M. Sugiyama, and K.-R. Mueller. Subspace information criterion for non-quadratic 
regularizers – model selection for sparse regressors. IEEE Trans. Neural Networks, 13(1):70–80, 
2002.

25. S. Muraki, T. Nakai, Y. Kita, and K. Tsuda. An attempt for coloring multichannel MR imaging data. 
IEEE Trans. Visualization and Computer Graphics, 7(3):265–274, 2001.

26. K.-R. Mueller, S. Mika, G. Raetsch, K. Tsuda, and B. Schoelkopf. An introduction to kernel-based 
learning algorithms. IEEE Trans. Neural Networks, 12(2):181–201, 2001.

27. K. Tsuda. Subspace classifier in the Hilbert space. Pattern Recognition Letters, 20:513–519, 1999.

28. K. Tsuda, S. Senda, M. Minoh, and K. Ikeda. Sequential fuzzy cluster extraction and its robustness 
against noise. Systems and Computers in Japan, 28(6):10–17, 1997.

29. K. Tsuda and M. Minoh. Extracting straight lines by sequential fuzzy clustering. Pattern 
Recognition Letters, 17:643–649, 1996.

30.  津田 宏治,  杉山 将, Klaus-Robert Mueller: ``  モデル選択基準 SICのスパース回帰分析への適
用,'' 信学論, J85-D-II, 5, pp. 766-775, 2002. 

31.  津田 宏治: “ ”ヒルベルト空間における部分空間法 , 信学論, J82-D-II, 4, pp. 592-599, 1999. 

32.  津田 宏治,  仙田 修司,  美濃 導彦,  池田 克夫: ``逐次的ファジークラスタリングとそのノイズ



に対するロバスト性,'' 信学論, J80-D-II, 1, pp. 190-197, 1997.  

査読つき国際会議論文
重要な国際会議は(***)で示しています。ここでは Computer Science Conference Ranking  において、

Top-tier に分類されているものを重要と定義しています。

1. Y. Kawahara, K. Nagano, K. Tsuda and J. Bilmes: Submodularity Cuts and Applications, Advances  
in Neural Information Processing Systems 22, 2010, to appear. (***)

2. E. Georgii, K. Tsuda and B. Schoelkopf: Multi-Way Set Enumeration in Real-Valued Tensors, 
Proceedings of the KDD 2009 Workshop on Data Mining using Matrices and Tensors (DMMT09), 
pages 32-41, 2009

3. S. Chiappa, H. Saigo and K. Tsuda: A Bayesian Approach to Graph Regression with Relevant 
Subgraph Selection. In Proceedings of 2009 SIAM International Conference on Data Mining (SDM), 
pages 295-304, 2009.

 
4. H. Kashima, T. Kato, Y. Yamanishi, M. Sugiyama, K. Tsuda. Link Propagation: A Fast Semi-

supervised Learning Algorithm for Link Prediction. In Proceedings of 2009 SIAM International  
Conference on Data Mining (SDM), pages 1099-1110, 2009.

  
5. H. Kashima, S. Oyama, Y. Yamanishi and K. Tsuda. On Pairwise Kernels: An Efficient Alternative 

and Generalization Analysis. In Proceedings of the 13th Pacific-Asia Conference on Knowledge 
Discovery and Data Mining (PAKDD), pages 1030-1037, 2009. 

6. K. Tsuda. Machine Learning with Quantum Relative Entropy, Journal of Physics: Conference 
Series, 143, 012021, 2009.

7. S. Nowozin and K. Tsuda. Frequent Subgraph Retrieval in Geometric Graph Databases.  In 
Proceedings of the 8th  IEEE International Conference on Data Mining (ICDM2008), pages 953-958, 
2008  (***)

8. H. Saigo and K. Tsuda. Iterative Subgraph Mining for Principal Component Analysis.  In 
Proceedings of the 8th  IEEE International Conference on Data Mining (ICDM2008), pages 1007-
1012, 2008 (***)

9. H. Saigo, N. Kraemer, and K. Tsuda. Partial least squares regression for graph mining. In 
Proceedings of the 14th ACM SIGKDD International Conference on Knowledge Discovery and 
Data Mining (KDD2008), pages 578-586, 2008. (***)

10. K. Tsuda and K. Kurihara. Graph mining with variational Dirichlet process mixture models. In 2008 
SIAM Conference on Data Mining, pages 432–442, 2008.

11. K. Tanaka and K. Tsuda. A quantum-statistical-mechanical extension of Gaussian mixture model. 
Journal of Physics: Conference Series, 95, 012023, 2008

12. K. Tsuda. Entire regularization paths for graph data. In Proceedings of the 24th International  
Conference on Machine Learning, pages 919–926, 2007. (***)

13. S. Nowozin, G. Bakir, and K. Tsuda. Discriminative subsequence mining for action classification. In 
Proceedings of the 11th IEEE International Conference on Computer Vision (ICCV 2007). IEEE 
Computer Society, 2007. (***)

14. S. Nowozin, K. Tsuda, T. Uno, T. Kudo, and G. Bakir. Weighted substructure mining for image 

http://www.cs.ualberta.ca/~zaiane/htmldocs/ConfRanking.html


analysis. In Proceedings of the 2007 IEEE Computer Society Conference on Computer Vision and 
Pattern Recognition (CVPR 2007). IEEE Computer Society, 2007. (***)

15. T. Ide and K. Tsuda. Change-point detection using Krylov subspace learning. In SIAM Conference 
on Data Mining (SDM), pages 515–520, 2007.

16. M. Seeger, F. Steinke, and K. Tsuda. Bayesian inference and optimal design in the sparse linear 
model. In 11th International Conference on Artificial Intelligence and Statistics (AI & Statistics  
2007), pages 444–451, 2007.

17. H. Saigo, T. Kadowaki, and K. Tsuda. A linear programming approach for molecular QSAR 
analysis. In Proceedings of the International Workshop on Mining and Learning with Graphs 
(MLG), pages 85–96, 2006. Best Paper Award.

18. K. Tsuda and T. Kudo. Clustering graphs by weighted substructure mining. In W.W. Cohen and A. 
Moore, editors, Proceedings of the 23rd International Conference on Machine Learning (ICML), 
pages 953–960. ACM Press, 2006. (***)

19. K. Tsuda. Propagating distributions on a hypergraph by dual information regularization. In L. De 
Raedt and S. Wrobel, editors, Proceedings of the 22nd International Conference on Machine  
Learning, pages 921–928. ACM, 2005. (***)

20. K. Tsuda, G. Raetsch, and M.K. Warmuth. Matrix exponentiated gradient updates for online learning 
and Bregman projection. In L.K. Saul, Y.Weiss, and L. Bottou, editors, Advances in Neural  
Information Processing Systems 17, pages 1425–1432. MIT Press, 2005. (***)

21. T. Kato, K. Tsuda, K. Tomii, and K. Asai. A new variational framework for rigid-body alignment. In 
A. Fred, T. Caelli, R.P.W. Duin, A. Campilho, and D. de Ridder, editors, Proceedings of Joint IAPR 
International Workshops on Syntactical and Structural Pattern Recognition (SSPR 2004) and
Statistical Pattern Recognition (SPR 2004), pages 171–179. Springer Verlag, 2004.

22. K. Tsuda and G. Raetsch. Image reconstruction by linear programming. In S. Thrun, L. Saul, and B. 
Schoelkopf, editors, Advances in Neural Information Processing Systems 16, pages 57–64. MIT 
Press, 2004. (***)

23. G.H. Bakir, A. Zien, and K. Tsuda. Learning to find graph pre-images. In C.E. Rasmussen, H.H. 
Buelthoff, M.A. Giese, and B. Schoelkopf, editors, Pattern Recognition, Proceedings of the 26th 
DAGM Symposium, volume LNCS 3175, pages 253–261. Springer Verlag, 2004.

24. H.J. Shin, K. Tsuda, and B. Schoelkopf. Protein functional class prediction with a combined graph. 
In Proc. of the Korean Data Mining Conference, pages 200–219, 2004.

25. H. Kashima, K. Tsuda, and A. Inokuchi. Marginalized kernels between labeled graphs. In T. Faucett 
and N. Mishra, editors, Proceedings of the 20th International Conference on Machine Learning, 
pages 321–328, Menlo Park, CA, AAAI Press, 2003. (***)

26. K. Tsuda, M. Kawanabe, and K.-R. Mueller. Clustering with the Fisher score. In S. Becker, S. 
Thrun, and K. Obermayer, editors, Advances in Neural Information Processing Systems 15, pages 
729–736. MIT Press, 2003. (***)

27. T. Kin, K. Tsuda, and K. Asai. Marginalized kernels for RNA sequence data analysis. In R.H. 
Lathtop, K. Nakai, S. Miyano, T. Takagi, and M. Kanehisa, editors, Genome Informatics 2002, pages 
112–122. Universal Academic Press, 2002. Best Paper Award.

28. K. Tsuda and M. Kawanabe. The leave-one-out kernel. In J.R. Dorronsoro, editor, Artificial Neural  
Networks – ICANN 2002, LNCS 2415, pages 727–732. Springer Verlag, 2002.



29. K. Tsuda, M. Kawanabe, G. Raetsch, S. Sonnenburg, and K.-R. Mueller. A new discriminative 
kernel from probabilistic models. In T.G. Dietterich, S. Becker, and Z. Ghahramani, editors, 
Advances in Neural Information Processing Systems 14, pages 977–984. MIT Press, 2002. (***)

30. K. Tsuda, G. Raetsch, S. Mika, and K.-R. Mueller. Learning to predict the leave-one-out error of 
kernel based classifiers. In G. Dorffner, H. Bischof, and K. Hornik, editors, Artifical Neural  
Networks – ICANN 2001, LNCS 2130, pages 331–338. Springer Verlag, 2001.

31. V. Roth and K. Tsuda. Pairwise coupling for machine recognition of handprinted japanese 
characters. In IEEE Conference on Computer Vision and Pattern Recognition, volume 1, pages 
1120–1125, 2001. (***)

32. K. Tsuda and S. Akaho. Large margin classifier via semiparametric inference. In Proceedings of the 
International Joint Conference on Neural Networks (IJCNN 2000), volume 2, pages 23–29. IEEE 
CS Press, 2000.

33. K. Tsuda. Optimal hyperplane classifier based on entropy number bound. In ICANN 99: Ninth 
International Conference on Artifical Neural Networks, pages 419–424. IEE, 1999.

34. K. Tsuda. Subspace classifier in reproducing kernel hilbert space. In International Joint Conference 
on Neural Networks (IJCNN’99) Proceedings, 1999.

35. K. Tsuda. Support vector classifier with asymmetric kernel functions. In M. Verleysen, editor, 
Proceedings of ESANN’99 - European Symposium of Artifical Neural Networks, pages 183–188. D 
Facto, 1999.

36. H. Yoshiuchi, K. Tsuda, S. Fukushima, and M. Minoh. Pattern recognition method for metric space 
by four points embedding. In Image and Vision Computing New Zealand (IVCNZ’98), pages 186–
191, 1998.

37. K. Tsuda and M. Minoh. A nonparametric density model for classification in a high dimensional 
space. In Proc. 4th Int. Conf. Document Analysis and Recognition, pages 1082–1086, 1997.

38. T. Taoda, K. Tsuda, and M. Minoh. Generating stereo images from a sequence of monocular images. 
In Proc. of Int. Conf. Virtual Systems and Multimedia, pages 368–373, 1996.

39. K. Tsuda, S. Senda, M. Minoh, and K. Ikeda. Clustering ocr-ed texts for browsing document image 
database. In Proc. 3rd Int. Conf. Document Analysis and Recognition, pages 171–174, 1995.

書籍の章(Book Chapter)

1. K. Tsuda. Data mining for biologists. In X.L. Li and S.K. Ng, editors, Biological Data Mining in 
Protein Interaction Networks. Chapter 2, pages 14-27, IGI Global, 2009. 

2. H. Shin and K. Tsuda. Prediction of protein function from networks. In O. Chapelle, B. Schoelkopf, 
and A. Zien, editors, Semi-supervised Learning, chapter 20, pages 339–352. MIT Press, 2006.

3. J.P. Vert, K. Tsuda, and B. Schoelkopf. A primer on kernel methods. In B. Schoelkopf, K. Tsuda, 
and J.P. Vert, editors, Kernel Methods in Computational Biology, pages 35–70. MIT Press, 2004.

4. H. Kashima, K. Tsuda, and A. Inokuchi. Kernels for graphs. In B. Schoelkopf, K. Tsuda, and J.P. 
Vert, editors, Kernel Methods in Computational Biology, pages 155–170. MIT Press, 2004.

5. T. Kin, T. Kato, and K. Tsuda. Protein classification via kernel matrix completion. In B. Schoelkopf, 
K. Tsuda, and J.P. Vert, editors, Kernel Methods in Computational Biology, pages 261–274. MIT 
Press, 2004.



6. K.-R. Mueller, S. Mika, G. Raetsch, K. Tsuda, and B. Schoelkopf. An introduction to kernel-based 
learning algorithms. In Yu Hen Hu and Jang-Neng Hwang, editors, Handbook  of  Neural Network 
Signal Processing. CRC Press, 2000.

7. 津田宏治：生物学的ネットワークの推定と利用に関する機械学習, 臨時別冊・数理科学「確
率的情報処理と統計力学」, サイエンス社, 2006

解説記事

1.  津田 宏治：カーネル設計の方法, 日本神経回路学会誌, 9, 3, pp.190--195, 2002. 

2.   津田 宏治： Fisher Kernel  とその周辺 （招待）, 信学技報, PRMU2001-108, pp.71--78, 2001. 

3.   津田 宏治： サポートベクターマシン：最適化からのアプローチ, オペレーションズリサー
チ, 46, 5, pp. 249--254, 2001. 

4.   津田 宏治： サポートベクターマシンとは何か, 電子情報通信学会誌, 83, 6, pp. 460--466, 
2000. 

5.  赤穂 昭太郎,  津田 宏治: サポートベクターマシン：基本的仕組みと最近の発展, 数理科学, 
38, 6, pp. 52--58, 2000. 

参考論文(査読無し)

1. 鹿島久嗣, 加藤毅, 山西芳裕, 杉山将, 津田宏治: リンク伝搬法: リンク予測のための半教師付
き学習法,  人工知能学会 第73回人工知能基本問題研究会, 2009 

2. 加藤毅, 三浦康, 村田幸生, 浅井潔, Paul Horton, 藤渕航, 津田宏治: ネットワーク型雑音除去に
よるマイクロアレイデータからの薬剤耐性予測, 情処研報, 2006-BIO-5, 2006.

3. 津田宏治: 複数のネットワークを用いたタンパク質の高速分類, 情処研報, 2005-BIO-1, 2005.

4. 加藤毅, 津田宏治, 浅井潔: カーネル行列補完による生物学的ネットワークの推定, 信学技報, 
PRMU2004-179, 2005

5. 加藤毅, 津田宏治, 富井健太郎, 浅井潔: HMMによる系列の向き及び位置の変分推定法と蛋白
質の構造比較への応用, 信学技報, PRMU2003-31, 2003

6. 宇田新介, 津田宏治: カーネルマシンによる複数情報源からのイースト菌遺伝子機能予測, 信
学技報, NC2002-159, 2003

7. 津田宏治: カーネル設計の技術,  第５回情報論的学習理論ワークショップ (IBIS2002), pp.1-
10, 2002.

8. 津田宏治，有田正規: 全ての２残基間の相関を考慮した Splice Site のモデリング, 情処研報, 
2001-MPS-37, pp.31-34, 2001. 

9. 津田宏治，赤穂昭太郎: 正規対数尤度の最小二乗誤差推定, 信学技報, PRMU99-176, pp. 83-
88, 1999. 

10. 津田宏治: SVM と復元問題, 信学技報, NC99-43, pp. 31-38, 1999. 

11. 津田宏治: Entropy Number Bound に基づく最適超平面識別器, 信学技報, NC98-136, pp. 297-



304, 1999. 

12.  津田 宏治: 可変カーネル関数を用いた Support Vector Machine, 信学技報, PRMU98-175, pp. 
195-202, 1998. 

13.  津田 宏治: ヒルベルト空間における部分空間法, 信学技報, NC98-36, pp. 47-54, 1998. 

14.  吉内英也,  津田 宏治, 美濃導彦: 4点埋め込みを用いた距離空間上のパターン認識手法, 信学
技報, PRMU98-29, pp. 25-32, 1998. 

15.  津田 宏治,  美濃 導彦: 類似度表現を用いた三次元物体の識別, 信学技報, PRMU96-51, pp. 15-
22, 1996. 

16.  津田 宏治,  仙田 修司,  美濃 導彦,  池田 克夫: 共起行列の固有ベクトルを用いる単語クラスタ
 リング法 -   文書データベース の概要を表す単語クラスタの抽出 -, 情処研報, NL94-103, pp. 

41-48, 1994. 

17.  津田 宏治,  黒田崇,  美濃 導彦,  上林弥彦: 文書検索のための自己組織化セマンティックマッ
プの階層化, 情処第 52 回全国大会, 6P-3, 1996. 

18.  津田 宏治,  仙田 修司,  美濃 導彦,  池田 克夫: 類似度行列の固有ベクトルを用いるクラスタ抽
出法, 信学秋季大会, D-24, 1994. 

19.  津田 宏治,  仙田 修司,  美濃 導彦,  池田 克夫: 自動作成された単語間リンクによる検索質問作
成支援, 情処第 48 回全国大会, 6E-4, 1994. 

特許

● 特開 2007 - 226700. RNA   配列情報処理装置、浜田道昭、津田宏治、金大真、浅井潔

学会活動

国際会議等委員

Area Chair
1. Neural Information Processing Systems (NIPS), 2005-2006
2. Asian Conference on Machine Learning (ACML), 2009

Program committee member
1. International Conference on Machine Learning (2007,2009)
2. International Conference on Genome Informatics (2004,2005,2007,2008,2009)
3. IEEE International Conference on Bioinformatics and BioEngineering (2009)
4. International Conference on Artificial Intelligence and Statistics (2009)
5. International Symposium on Intellligent Data Analysis (2009)
6. International Workshop on Structural and Syntactic Pattern Recognition (2006,2008)
7. International Workshop on Machine Learning in Systems Biology (2007,2008)
8. International Workshop on Algorithms for Large-Scale Information Processing (2008)
9. International Workshop on Mining and Learning with Graphs (2008,2009)
10. 情報論的学習理論ワークショップ (2002,2005)

ワークショップ開催委員 (Organizer)

1. 2008年 12月: NIPS Workshop Structured Input-Structured Output, Whistler, Canada



2. 2007年 12月: NIPS Workshop on Machine Learning in Computational Biology, Whistler, Canada

3. 2007年 8月: Learning and Mining with Graphs 2007, Florence, Italy

4. 2006年 12月: NIPS Workshop on New Problems and Methods in Computational Biology, Whistler, 
Canada 

5. 2005年 12月: NIPS Workshop on Computational Biology and the Analysis of Heterogeneous Data. 
Whistler, Canada

6. 2005年11月: Session Organizer,  情報論的学習理論ワークショップ (IBIS2005), 東京

7. 2004年12月: NIPS Workshop on New Problems and Methods in Computational Biology, Whistler, 
Canada

8. 2003年 12月: NIPS workshop "New Problems and Methods in Bioinformatics", Whistler, Canada 

9. 2003年 4月: Workshop "Kernels Methods in Computational Biology", Berlin, Germany 

雑誌編集者 

1. Associate Editor, Neurocomputing, 2007

2. Guest co-editor, Journal of Machine Learning Research, Special Issue “Mining and Learning with 
Graphs and Relations”, 2008

3. Guest co-editor, BMC Bioinformatics, Supplement Issue “NIPS workshop on problems and methods 
in computational biology”, 7, Suppl. 1, 2006

4. Guest co-editor, BMC Bioinformatics, Supplement Issue “NIPS workshop on problems and methods 
in computational biology”, 8, Suppl. 10, 2007

5. Guest co-editor, Annals of the Institute of Statistical Mathematics, “The NTOC special section”, Vol 
55, No 2, June 2003. 

査読

Bioinformatics, PLoS Computational Biology, Molecular Systems Biology, BMC Bioinformatics, Journal of 
Chemical Information and Modeling, Journal of Machine Learning Research, Neural Computation, 
International Journal of Computer Vision, IEEE Transaction on PAMI, IEEE Transaction on Neural 
Networks, Pattern Recognition Letters, Pattern Recognitionなど

所属学会

電子情報通信学会、情報処理学会、ISCB (International Society of Computational Biology)

受賞

1. 2006年 8月: Best Paper Award in Mining and Learning with Graphs Workshop (MLG 2006), 
Berlin, Germany, with H. Saigo and T. Kadowaki,

2. 2002年 12月: Best Paper Award in 13th International Conference on Genome Informatics(GIW 
2002), Tokyo, Japan, with T. Kin and K. Asai.



競争的研究資金

代表
1. 科学研究費補助金 若手研究 A 21680025 「In-silico 創薬のための機械学習を用いた生理活性

配座予測」, 1530 万円, H21 年 4 月-H25 年 3 月
2. EU Network of Excellence PASCAL, “Funding for Mining and Learning with Graphs Workshop 

2007”, 8500 Euro, 平成 19 年 8 月

分担
1. 独立行政法人科学技術振興機構　バイオインフォマティクス推進センター, 創造的な生物・

情報知識融合型の研究開発, 「生命科学上の非構造化データの統合マイニング」, 6100 万円, 
H19 年 10 月 – H22 年 9 月, 研究代表者：馬見塚　拓

招待講演

学会、研究会
1. H13 年 10 月: 信学会 NC 研究会, 「Fisher Kernel とその周辺」

2. H14 年 9 月:第５回情報理論的学習理論ワークショップ(IBIS2002), 「カーネル設計の技術」、

富士吉田市

3. H14 年 12 月: NIPS*02 workshop on unreal data: principles of modeling nonvectorial data, 
“Marginalized kernels for biological sequences”, Whistler, Canada

4. H15 年 7 月: Workshop Machine Learning and Computational Biology, “Kernel matrix completion: 
theory and applications to biological data”, Laval, France

5. H16 年 12 月: NIPS*04 workshop learning with structured outputs, “Information geometry of 
diffusion kernels”, Whistler, Canada

6. H17 年 3 月: Workshop on Ensemble Methods 2005, “Matrix Exponential Updates for On-line 
learning and Bregman projection”, Tuebingen, Germany

7. H17 年 3 月: International Symposium on the Art of  Statistical Science, “Learning kernels from 
biological networks by maximizing entropy”, 統計数理研究所

8. H17 年 8 月: DIMACS Workshop on Machine Learning Approaches for Understanding Gene 
Regulation, “Selective integration of multiple biological data for supervised inference of protein and 
gene networks”, Rutgers University

9. H17 年 12 月: Japanese-American Frontiers of Science (JAFoS), “Statistical Analysis of Structured 
Data in Computational Biology”, 神奈川県葉山町

10. H18 年 6 月: 3rd International Symposium on Networks in Bioinformatics, “Selective integration of 
multiple biological data for supervised network inference”, Amsterdam, Netherlands

11. H18 年 9 月: Probabilistic modeling and machine learning in structural and systems biology, “Graph 
mining applications to machine learning problems”, Tuusula, Finland

12. H18 年 9 月: International Workshop on Data Mining and Statistical Science, “Graph Mining 
applications to machine learning problems”, 札幌

13. H18 年 10 月: 13th International Conference on Neural Information Processing (ICONIP), “Kernel 
methods for structured data in computational biology (Tutorial)”, Hong Kong, China

14. H20 年 2 月: 4th Workshop on Ensemble Methods, “Substructure Boosting Methods for Graphs, 
Sequences and Itemsets”, Berlin, Germany 

15. H20 年 9 月: International Workshop on Statistical-Mechanical Informatics 2008 (IW-SMI 2008), 
“Machine Learning with Quantum Relative Entropy”, 仙台

16. H20 年 9 月: 3rd International Workshop on Data Mining and Statistical Science, “New Directions 
in Statistical Graph Mining”,東工大 

17. H21 年 9 月: 2009 年度統計関連学会連合大会, 「タンパク質相互作用ネットワークからの密



結合モジュールの全列挙」, 京都
18. H21 年 9 月: International Workshop on Statistical-Mechanical Informatics 2009 (IW-SMI 2009), 

“Dense Module Enumeration in Biological Networks”,京都

セミナー
UC Berkeley, UC Santa Cruz, Columbia University, University of Washington, University of Minnesota, 
Max Planck Institute for Informatics, Max Planck Institute of Psychiatry, Max Planck Institute for Molecular 
Genetics, TU Berlin, Franhofer FIRST, Mines Paritech, Genopole (France), Australian National University, 
Hong Kong University of Science and Technology, 東京大学、京都大学、九州大学、東京工業大学、

奈良先端科学技術大学院大学、統計数理研究所、IBM Research(東京）など 

補足
論文の引用状況は、Google Scholar に“Koji Tsuda” と入力するとご覧いただけます。


